SI Fig2: (A) Predicted amplitudes of motion of DNA molecules of 600 bp (o) and 2000 bp ( ). (B) absolute
difference of the amplitude of motion between intact dsDNA and dsDNA with 1 bubble ranging from 3 to 60 bp localized at the center of the molecule. Both figures are obtained using the WLC model that includes a local softer insert. The persistence lengths of dsDNA and ssDNA are taken equal to 50 nm and 1 nm, respectively, and the particle radius is equal to 150 nm. 583 PEG SI Fig7: Calibration curve giving as a function of ∥ (both in nm), obtained by simulation (full circle) with the exact sampling method described in (Brunet, et al. (2015) . Macromolecules. 48: 3641-3652) and fit with a third order polynomial = 3 + 2 + 1 + 0. and ∥ the mean amplitudes of motion before and after correction for the detector-averaging blurring effect, the persistence length, the standard errors (se) of the mean of ∥ and , and Δ ∥ and Δ the half width of the 95% confidence interval. 
